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NCE4 


MRSSPLLRSAWAALPVLAL AADGKSTRYWDCCKPSCGWAK 
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STCE1 


**************** 4c 

MRSSPVLRTALAAALPLAALA ADGKSTRYWDCCKPSCSWPG 


20 
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NCE5 


MQLPLTTLLTLLPALAA AOSGSGRTTRYWDCCKPSCAWPG 


23 




Signal peptide — » Catalytic domain _+ 




NCE4 


KAPVNQPVFSCNANFORLTDF-DAKSGCEPGGVAYSCADOTPWAVNDDFA 


70 








STCE1 


KASVNQPVFACSANFQR 1 SDP-NVKSGCD-GGSAYACADOTPWAVNDNFS 


68 
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NCE5 


KGPA— PVRTCDRWDNPLFDGGNTRSGCDAGGGAYMCSDOSPWAVSDDLA- 


71 


NCE4 


FGFAATS 1 AGSNEAGWCCACYELTFTSGPVAGKKMWOSTSTGGDLGSNH 


120 




******* * *** *** ************** ************* ** 




STCE1 


YGFAATS 1 SGGNEASWCCGCYELTFTSGPVAGKTMWOSTSTGGDLGTNH 


118 




** ** * * ** *** ************** * ** ****** ** 




NCE5 


YGWAAVN 1 AGSNERQWCCACYELTFTSGPVAGKRM 1 VQASNTGGDLGNNH 


121 


N0t4 


rULN 1 ruuuVu 1 rUuu 1 rUruuLr uUKYuu 1 ooKNtUUKrrUALKru 


167 




*** stotototototatafcskstak stototototok * stototok stotofc sk* stofc stototofc* 




STCE1 


FDLAMPGGGVG 1 FDGCSPOFGGLA — GDRYGGVSSRSOCDSFPAALKPG 


165 








NCE5 


FD 1 AMPGGGVG 1 FNACTDOYGAPPNGWGORYGG 1 SQRHECDAFPEKLKPG 


171 



Figure 2 
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NCE4 CYVKRFDWFKNADNPSFSFRQVOCPAELVARTGCRRNDDGNFPAVO I PSSS 21 7 

J ata i rfg i nta ioln to t g la tata ii 5k aialoioioiolaic >jeaiainiaitaieaininfc^eale^fc^afc^A 

STCE1 CYWRFDWFKNADNPTFTFROVOCPSELVARTGCRRNDDGNFPVFTPPSGG 215 

NCE5 CYWRFDWFLNADNPSVNWRQVSCPAE I VAKSGCSR 206 

Linker-* 



NCE4 TSSPVGQPTSTSTTSTSTTSSPPVOPTTPS GCTAERWA 255 

** * ***** * * ** * *** 

STCE1 QSSSSSSSSSAKPTSTSTSTTSTKATSTTSTASSQTSSSTGGGCAAORWA 265 

NCE5 

CB D— 



NCE4 CGCGGNGWSGCTTCVAGSTCTK I NDWYHQCL 286 
***** * ♦*♦**♦♦ * ** * ******** 

STCE1 CQCGG I GFSGCTTCVSGTTCNKQNDWYSQCL 295 
NCE5 



